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The current study aimed to evaluate the efficacy of sorafenib-based combined therapy against hepatocellular carcinoma
(HCC).
HepG2 cells were exposed to sorafenib, irinotecan, and oxaliplatin and then subjected to MTT assay to determine
chemosensitivity. Flow cytometry was used to examine cell cycle distribution and cell apoptosis. Levels of cleaved caspase-8,
-3, and PARP were determined by Western blot. Real-time PCR and Western blot were used to determine p53 expression,
respectively. The efficacy of combined therapy were verified in nude mice bearing HepG2 xenografts.
HepG2 cells used in the current study were sensitive to sorafenib, irinotecan, and oxaliplatin. Sorafenib arrested cell
cycle in S phase and the peak effect appeared at 30 h post treatment. Sorafenib exposure for 30 h followed by irinotecan
exposure for 48 h synergistically induced cell apoptosis in HepG2 cells. On the other hand, sorafenib-oxaliplatin sequential
exposure for the same time only acted an additive effect in soliciting cell apoptosis. Sorafenib and irinotecan sequential
treatment significantly increased the levels of cleaved caspase-8, -3, and PARP in HepG2 cells. Sorafenib suppressed p53
expression at both mRNA and protein levels, which might contribute to cell cycle arrest and sensitize tumor cells to irinotecan. Sorafenib and irinotecan sequential therapy was obviously superior to monotherapy in suppressing the growth
of HepG2 xenografts.
Sorafenib-irinotecan sequential treatment augmented the efficacy of either drug used alone in soliciting HepG2 cells
apoptosis in vitro and in suppressing the growth of HepG2 xenografts in vivo.
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Liver cancer is the second most common cause of death
from cancer worldwide, estimated to be responsible for nearly
746,000 deaths in 2012 according to the statistics published
by World Health Organization [1]. Among the diverse, histologically distinct primary hepatic neoplasms, hepatocellular
carcinoma (HCC) is the most common type of liver cancer,
accounting for 83% of all cases [2]. The prevalence of HCC is
especially severe in East Asian countries such as China and
Japan due to high rate of hepatitis B virus (HBV) and hepatitis
C virus (HCV) infection in the population [3]. Curative treatments including liver transplantation and hepatic resection are
suitable only for fewer than 20% of HCC patients because most
cases have progressed to an advanced stage with intra- or extrahepatic metastasis when the disease is diagnosed [4,5]. As

a palliative treatment, chemotherapy is a highly needed means
for the patients with unresectable and metastatic HCC.
Sorafenib is the first and only approved molecule-targeting
agent to date that has been applied for systemic chemotherapy
in HCC patients with metastatic disease or transcatheter
arterial chemoembolization (TACE)-refractory disease who
are not suitable candidates for local treatments [6]. Although
clinical studies demonstrated the beneficial effects of sorafenib on the time-to-progression (TTP) and overall survival
(OS), its efficacy against HCC remains moderate. The TTP
demonstrated to be 5.5 months for sorafenib and 2.8 months
for placebo, and the median OS was 10.7 months for sorafenib
and 7.9 months for placebo [6]. Enhancement of the efficacy
of sorafenib by its use in combination regimens is a rational
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strategy for further prolonging the survival of HCC patients.
A randomized phase II study of sorafenib plus doxorubicin in
treatment of advanced HCC showed encouraging outcomes,
with a median TTP of 8.5 months and median OS of 14.0
months [7]. Because of the diverse drug susceptibility of HCC
cells, studies on sorafenib combined other chemotherapeutic
agents with different mechanisms of action is expected in
HCC treatment.
HCC is generally recognized as a chemo-resistant tumor.
Selection of effective drugs according to the result of drug
sensitivity tests is of great importance for both monotherapy
and combined therapy. In a previous study, Chen et al. investigated the efficacies of cytotoxic agents against HCC cells
isolated from 50 human HCC samples and reported that 44%
and 6% of samples were sensitive to irinotecan and oxaliplatin, respectively [8]. The safety and efficacy of sorafenib plus
irinotecan or platinum compounds in cancer treatment were
investigated in previous clinical studies. Results demonstrated
that these combined therapies were well-tolerated and achieved
encouraging response rates in several malignances including
colorectal, ovarian, and pancreatic cancers [9-12]. In light of
these achievements, we aim to investigate the efficacy of sorafenib combined with irinotecan or oxaliplatin in treatment
of HCC in the current study.
Concomitant administration of sorafenib increased the
exposure of irinotecan and its active metabolite SN38 in
a clinical pharmacokinetic research [9]. In order to avoid the
potential metabolism based drug-drug interaction and the additional toxicities of combined therapy, sorafenib-irinotecan or
sorafenib-oxaliplatin sequential therapies were designed and
their efficacy was tested in HCC cells HepG2 both in vitro and
in vivo. The underlying mechanisms were also investigated to
clarify the potent anti-HCC effects of sorafenib-based combination therapy in this study.

with 10% fetal bovine serum (FBS; Evergreen Biotechnology,
Hangzhou, Zhejiang, China) at 37°C in a humid atmosphere
(5% CO2–95% air). Cells were harvested by brief incubation
in 0.02% (w/v) ethylenediaminetetraacetic acid (EDTA) in
phosphate buffered saline (PBS).
Cell proliferation assay. HepG2 cells (1 × 104 per well)
seeded in 96-well plates were exposed to various concentrations of sorafenib, irinotecan, or oxaliplatin (10, 5, 1, 0.5,
0.1, 0.05, and 0.01 × PPC, respectively) for 48 h. Then the
medium was removed and the wells were washed with PBS.
The 3-(4,5-dimethylthiazol-2-yl)-2,5-diphenyltetrazolium
bromide (MTT) assay was performed by adding 20 μl of
MTT (5 mg/mL, Sigma, USA) for 4 h. Light absorbance of
the solution was measured at 570 nm on a microplate reader
(Perkin-Elmer, USA).
Cell cycle analysis. HepG2 cells seeded in 25-cm2 culture
flasks (1.5 × 105 cells per mL; 6 mL per flask) were synchronized by 24 h of growth in serum free medium, and then
were exposed to 10% serum medium containing sorafenib
for 48 h. Cells were harvested every 6 h and fixed in cold
70% ethanol overnight. Cells were then suspended in propidium iodide (PI) solution for 30 min. Cell cycle distribution
was analyzed by using a FACScan flow cytometer (Becton
Dickinson and Company, Franklin Lakes, NJ, USA). The
percentages of cells in G0/G1, S, and G2/M phases were
determined using ModFit LT software 3.0 (Varity Software
House, Topsham, USA).
Annexin V/FITC/PI staining assay. The apoptotic cells
were estimated by determining the levels of phosphatidylserine on cell surface [16]. HepG2 cells seeded in 25-cm2 culture
flasks (1.5 × 105 cells per mL; 6 mL per flask) were exposed
to sorafenib, irinotecan, oxaliplatin, or their combinations.
The levels of phosphatidylserine were determined by using
Annexin-V/FITC and PI kit (Labtek, Dalian, Liaoning, China).
The experiment was performed on a FACScan flow cytometry.
The population of apoptotic cells was estimated by comparing to the vehicle control. The following equation is used to
calculate the interaction index (Q) for a combination of drugs
A and B: Q = Ea+b / (Ea + Eb ‒ Ea × Eb), where Ea+b correspond
to the proportion of apoptotic cells induced by combination
of A and B, and Ea and Eb correspond to the proportions of
apoptotic cells induced by A and B alone, respectively. The
interaction effect was determined to be antagonistic (Q = 0.550.85), additive (Q = 0.85-1.15), or synergistic (Q = 1.15-2.00)
based on the Q value [17].
Real-time PCR. Cells (3 × 105 per well) seeded in 6-well
plates were exposed to sorafenib, irinotecan, or their combination for specified time period. Total cellular RNA samples
were isolated using Trizol reagent (Bioer Scientific, Hangzhou,
China), dissolved in DEPC buffer (Sigma-Aldrich), and then
stored at ‒20°C for further use. cDNA was synthesized through
reverse transcription using First Strand cDNA Synthesis kit
(Toyobo, Japan) according to the manufacturer’s protocol.
SYBR green real-time RT-PCR amplification was performed
using LightCycler®480 II (Roche, Germany) to examine the

Materials and methods
Chemicals and agents. Sorafenib, irinotecan, and oxaliplatin were obtained from the Bayer Schering Pharma AG
(Leverkusen, Germany), Jiangsu Hengrui Medicine Co., Ltd.
(Lianyungang, Jiangsu, China), and Sanofi-Aventis France
(Paris, France), respectively. Sorafenib was firstly dissolved
in dimethyl sulfoxide (DMSO; Sigma-Aldrich, St. Louis, MO,
USA) and further diluted in cell culture medium at 3.08 mg/
mL as stock solution. Irinotecan and oxaliplatin were initially
dissolved in 0.9% chloride sodium, and further diluted in
cell culture medium at 3.08 mg/mL and 2.00 mg/mL as stock
solutions, respectively. The drug concentration of each stock
solution is designed as 400-fold of human peak plasma concentration (PPC, 7.7, 7.7, and 5.0 μg/mL for sorafenib, irinotecan,
and oxaliplatin, respectively) [13-15].
Cell line and cell culture. HCC cell line HepG2 was purchased from China Cell Bank, Shanghai, China. The cells were
maintained in Iscove’s modified Dulbecco’s medium (IMDM;
Thermo Fisher Scientific, Waltham, MA, USA) supplemented
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Figure 1. Sorafenib, irinotecan, and oxaliplatin dose-dependently inhibited
the proliferation of HepG2 cells. Cells were incubated with 10, 5, 1, 0.5, 0.1,
0.05, and 0.01 PPC for 48 h and then subjected to MTT assay.

level of candidate gene expression. The expressions of genes
were normalized against that of a housekeeping gene, GAPDH,
and plotted as relative change in the expression with respect
to control. The Primers used for the real-time RT-PCR were
as follows: p53, forward 5’- GTTCCGAGAGCTGAATGAGG-3’ and reverse 5’-TTATGGCGGGAGGTAGACTG-3’
(product size of 121 bp, Tm = 60°C); GAPDH, forward
5’- GACAACGGCTCCGGCATGTGCA-3’ and reverse 5’TGAGGATGCCTCTCTTGCTCTG-3’ (product size of 530
bp, Tm = 60°C).
Western blot analysis. Cells (3.0 × 105 per well) seeded
in 6-well plates were exposed to sorafenib, irinotecan, or
their combination for specified time period. Cells were
harvested and cell lysates (30 μg of protein per lane) were
fractionated by 10% SDS-PAGE. The proteins were electrotransferred onto nitrocellulose membrane and the protein
levels were detected using the primary antibodies against
p53, active caspase-3 and -8, cleaved PARP, and β-actin
(Santa Cruz, Dallas, TX, USA) with appropriate dilution.
The bound antibodies were visualized using an enhanced
chemiluminescence reagent and quantified by densitometry
using ChemiDoc XRS+ image analyzer (Bio-Rad, Hercules,
Table 1. Inhibition rates of sorafenib, irinotecan, and oxaliplatin on the
proliferation of HepG2 cells at 10, 1, and 0.1 PPC
Drug concentration

Growth inhibition rate
Sorafenib

Irinotecan

Oxaliplatin

10 × PPC
98.7%
92.3%
98.5%
1.0 × PPC
65.9%
49.2%
75.8%
0.1 × PPC
15.8%
25.6%
35.3%
PPC: peak plasma concentration. The PPC for sorafenib, irinotecan, and oxaliplatin were recorded as 7.7, 7.7, and 5.0 μg/mL, respectively (Ref. 13-15).

CA, USA). Densitometric analyses of bands were adjusted
with β-actin as loading control. The percentages of increase
or decrease of protein were estimated by comparison to the
vehicle control (100%).
In vivo inhibition of tumor growth. The in vivo efficacy
of sorafenib-irinotecan sequential therapy was assessed in
a HepG2 xenograft mouse model. Balb/c athymic (nu+/nu+)
female mice, 4–6 weeks of age, were purchased from the
Animal Center of China Academy of Medical Sciences (Beijing, China). The animals were housed under pathogen-free
conditions. The research protocol was in accordance with the
institutional guidelines of the Animal Care and Use Committee
at Liaoning Cancer Hospital.
Tumors were generated by harvesting HepG2 cells from
mid-log phase cultures using trypsin-EDTA (Life Technologies, Carlsbad, CA, USA). Cells were then pelleted
and resuspended in PBS to a final cell count of 5 × 107/mL.
A volume of 0.2 mL of the cell suspension was injected s.c. in
the right flank of each mouse. After 7 days, when the tumor
volume had reached approximately 0.1 cm3, all the mice were
divided into 4 groups (n = 6) and then subjected to treatment.
Group 1: mice were injected with 0.2 mL normal saline via
tail vein. Group 2: sorafenib was administered p.o. at 10 mg/
kg. Group 3: irinotecan was administered i.v. at 10 mg/kg.
Administration of vehicle, sorafenib, or irinotecan in the above
three groups was performed daily for 21 days. For combination studies, mice in group 4 received sorafenib p.o. at 10 mg/
kg on day 1, followed by irinotecan i.v. at 10 mg/kg on day 2
and 3, respectively. Seven cycles of this treatment regimen
was consecutively repeated. Drug doses in this animal study
were determined with reference to previous studies [18,19].
Tumors were harvested at the end of experiment and tumor
growth inhibition rates were defined as a percentage of the
control tumor weight.
Statistical analysis. Data were expressed as mean ± S.D.
for three different determinations. Statistical significance was
analyzed by one-way analysis of variance (ANOVA) followed
by Dunnett's multiple range tests. p < 0.05 was considered
as statistically significant. Statistical analysis was performed
using the SPSS/Win 12.0 software (SPSS, Inc, Chicago, IL,
USA).
Results
Inhibition of cell proliferation. Since HCC is usually
resistant to chemotherapy, we first performed chemosensitivity assay to determine whether HCC cells HepG2 used
in our study are susceptible to sorafenib, irinotecan, and
oxaliplatin. HepG2 cells were exposed to these drugs for
48 h and then subjected to MTT assay. Results showed
that all the drugs strongly inhibited cell proliferation in
a dose-dependent manner (Figure 1). Statistical analysis
indicated that the median inhibitory concentrations (IC50)
of sorafenib, irinotecan, and oxaliplatin were 4.79, 7.84, and
1.0 μg/mL, respectively, and the 20%-inhibitory concentra-
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Figure 2. Sorafenib arrested cell cycle in the S phase. HepG2 cells were incubated with sorafenib (4.79 μg/mL) for a total of 48 h. Cells were harvested,
stained with PI, and subjected to flow cytometry at an interval of 6 h (A). Triplicate experiments were performed with triplicate samples and percentages of S-phase cells were presented (B). The bars indicate means ± S.D.

tions (IC20) were determined as 1.62, 0.50, and 0.12 μg/mL,
respectively.
The growth inhibition rates of sorafenib, irinotecan, and
oxaliplatin at 10, 1.0, and 0.1× PPC are listed in Table 1. Sorafenib, irinotecan, and oxaliplatin at the concentration of 1× PPC

inhibited the growth of HepG2 cells by 65.9%, 49.2%, and 75.8%,
respectively. The inhibition rates of these three drugs are more
than 90% at 10 × PPC. According to the assessment criteria that
the drug is defined to be sensitive when its growth inhibition
rates are more than 30% at 1× PPC and 50% at 10× PPC, respec-
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Figure 3. Effect of sorafenib, irinotecan, oxaliplatin, and drug combinations
on cell apoptosis. HepG2 cells were exposed to I) vehicle for 78 h, II) sorafenib for 78 h, III) irinotecan for 78 h, IV) oxaliplatin for 78 h, V) sorafenib
for 30 h followed by vehicle for 48h, and VI) vehicle for 30 h followed by
irinotecan for 48 h, VII) vehicle for 30 h followed by oxaliplatin for 48 h,
A) sorafenib for 30 h followed by irinotecan for 48 h, and B) sorafenib for
30 h followed by oxaliplatin for 48 h, respectively. Flow cytometry analyzed
the percentage of apoptotic cells in each group. * p < 0.05.

Figure 4. (A) Western blotting analyzed the changes of apoptotic proteins
including cleaved caspase-8, -3, and PARP in HepG2 cells. (B) Contr, negative control; Sor, sorafenib alone treatment; Iri, irinotecan alone treatment;
Sor + Iri, sequential treatment of sorafenib and irinotecan. * p < 0.05, **
p < 0.01, combined treatment vs. irinotecan alone treatment; # p < 0.05, ##
p < 0.01, combined treatment vs. sorafenib alone treatment.
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tively [20,21], HepG2 cells used in the current study is regarded
to be sensitive to sorafenib, irinotecan, and oxaliplatin.
Cell cycle arrest. Cell cycle interference is an important
feature of anticancer drugs and is commonly used in the design
of sequential chemotherapy. It is known that irinotecan is an
S-phase specific cytotoxic agent while oxaliplatin, without
selectivity, is capable to kill cancer cells located at all cell cycle
phases. In order to design rational combined therapies, we
examined the effect of sorafenib on cell cycle distribution in
HepG2 cells. The cells incubated with 4.79 μg/mL sorafenib
were subjected to flow cytometry every 6 h. Results showed
that HepG2 cells were arrested in the S phase after exposure
to sorafenib and this effect was related to drug exposure time
(Figure 2A). To be specific, the proportion of cell population
located in S phase was increased from 12.5% before exposure
to 15.6% after 6 h treatment and continuously increased to
a maximum of 51.4% at 30 h. Then, the S-phase cell percentage
decreased to 33.4% at 48 h (Figure 2B). These results provide
reference and direction for the design of sorafenib-based
sequential therapies.
Induction of cell apoptosis. Two sequential therapies
were designed: A) Cells were treated with sorafenib (4.79 μg/
mL, IC50) for 30 h followed by irinotecan (0.50 μg/mL, IC20)
exposure for 48 h; B) Cells were treated with sorafenib
(4.79 μg/mL, IC50) for 30 h followed by oxaliplatin (0.12 μg/
mL, IC20) exposure for 48 h. Control groups were subjected to
the following treatments respectively: I) vehicle for 78 h; II)
sorafenib at 4.79 μg/mL for 78 h; III) irinotecan at 0.50 μg/mL
for 78 h; IV) oxaliplatin at 0.12 μg/mL for 78 h; V) sorafenib at
4.79 μg/mL for 30 h followed by vehicle for 48 h; VI) vehicle
for 30 h followed by irinotecan at 0.50 μg/mL for 48 h; and
VII) vehicle for 30 h followed by oxaliplatin at 0.12 μg/mL for
48 h. Apoptosis index was analyzed using flow cytometry after
treatment (Figure 3). The apoptotic cells in vehicle-treated
group (Group I) occupied 3.4%. Sorafenib, irinotecan, and
oxaliplatin treatment alone for 78 h resulted in cell apoptotic
rates of 12.8% (Group II), 20.2% (Group III), and 18.5%
(Group IV), respectively. When exposure to sorafenib for
30 h and vehicle for the followed 48 h, the percentage of
apoptotic cells was determined to be 6.1% (Group V). When
exposure to vehicle for 30 h and irinotecan or oxaliplatin for
the subsequent 48 h, cell apoptotic rates were measured to be
14.3% (Group VI) and 14.7% (Group VII), respectively. The
apoptotic cell percentages in groups treated by sequential
therapies A and B were 46.2% and 22.5%, respectively. These
results indicated that sorafenib-irinotecan sequential therapy
was obviously superior to the monotherapy in soliciting
HepG2 cells apoptosis (p < 0.05, Group A vs. Group II or
III). However, no statistical difference in cell apoptotic rate
was found between sorafenib-oxaliplatin sequential therapy
and the monotherapy (p > 0.05, Group B vs. Group II or IV).
The Q values of therapies A and B that reflect the interaction
effects between two drugs were calculated to be 2.36 and 1.13,
respectively. The results suggested that sorafenib-irinotecan
sequential therapy exhibited a synergistic effect in soliciting
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apoptosis of HepG2 cells, while sorafenib-oxaliplatin therapy
showed an additive effect in inducing cell apoptosis.
We further examined cell apoptosis by measuring the levels of apoptosis related proteins including cleaved caspase-8,
-3, and PARP in HepG2 cells. Western blot suggested that
sequential treatment of sorafenib and irinotecan had more
potent effect than either drug used alone in regulation of
apoptotic proteins (Figure 4A). As shown in Figure 4B, sorafenib at 4.79 μg/mL for 78 h exposure, the levels of the cleaved
caspase-8, -3, and PARP were increased by 50.2%, 22.2%, and
16.5%, respectively. Irinotecan at 0.50 μg/mL for 78 h exposure,
the levels of cleaved caspase-8, -3, and PARP were increased
by 11.1%, 38.9%, and 58.9%, respectively. For the combination
studies, exposure of sorafenib at 4.79 μg/mL for 30 h followed
by irinotecan at 0.50 μg/mL for 48 h resulted in upregulation
of cleaved caspase-8, -3, and PARP by 152.5%, 72.5%, and
105.6%, respectively. Significant differences existed between
sequential treatment and either drug alone in the levels of
active caspase-3, -8, and PARP (Figure 4B).
Influence on p53 expression. We next determined the effects of sorafenib, irinotecan, and their sequential combination
on p53 expression in HepG2 cells at both mRNA and protein
levels. Real-time RT-PCR showed that sorafenib at 4.79 μg/
mL for 30 h exposure significantly decreased the p53 mRNA
expression (p < 0.01 vs. vehicle) (Figure 5A). On the other
hand, irinotecan at 0.50 μg/mL for 48 h exposure obviously
increased the level of p53 mRNA (p < 0.05 vs. vehicle). The
expression of p53 mRNA in sequential treatment group was
demonstrated to be lower than that in control and irinotecan
group (p < 0.05 vs. vehicle; p < 0.01 vs. irinotecan). Similar
with mRNA expression profile, Western blot assay showed that
the expression of p53 protein in HepG2 cells was significantly
reduced by sorafenib but increased by irinotecan (Figure 5B
and 5C). The level of p53 protein in sequential treatment group
was less than that in control and irinotecan group (p < 0.05
vs. vehicle; p < 0.01 vs. irinotecan).
Suppression of tumor growth in vivo. The efficacy of
sorafenib-irinotecan sequential therapy was evaluated in nude
mice bearing HepG2 xenografts. For monotherapy, administration of sorafenib at dose of 10 mg/kg (p.o.) and irinotecan
at 10 mg/kg (i.v.) significantly delayed the growth of HepG2
xenografts by 19.5% and 24.6%, respectively (p < 0.05, vs. vehicle, Figure 6A). With regard to combined therapy, alternate
use of sorafenib and irinotecan at the above doses effectively
inhibited tumor growth by 49.2% (p < 0.01, vs. vehicle), which
was obviously higher than the inhibition rates generated by
monotherapy (p < 0.05). Oral sorafenib was generally well
tolerated by mice with no significant loss of body weight (p >
0.05, vs. vehicle, Figure 6B). Irinotecan injection resulted in
a significant reduction in body weight (p < 0.05, vs. vehicle).
Similarly, a significant loss of body weight was also observed
in mice receiving sequential therapy. However, this toxic effect
was decreased in combined treatment group compared with
irinotecan alone treatment group, although no statistical difference was observed.
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Figure 5. Effect of sorafenib, irinotecan, and drug combination on p53
expression. HepG2 cells were incubated with i) sorafenib for 30 h, ii) irinotecan for 48 h, and iii) sorafenib for 30 h followed by irinotecan for 48
h, respectively. Real-time PCR and Western blot analyzed p53 mRNA (A)
and protein (B and C) expression in each group. Triplicate experiments
were performed with triplicate samples. The bars indicate means ± S.D. *
p < 0.05, ** p < 0.01 vs. vehicle; # p < 0.01 vs. irinotecan. Veh, vehicle; Sor,
sorafenib; Iri, irinotecan.

Discussion
In order to overcome the shortcomings of sorafenib monotherapy for HCC, we investigated the efficacy of sorafenib based
combined therapy in the present study. HCC cells HepG2 used
in the current study is sensitive to sorafenib, irinotecan, and
oxaliplatin. Cell cycle analysis revealed that sorafenib arrested
cell cycle in S phase in HepG2 cells and the peak effect appeared
at 30 h post treatment. We next determined the apoptosis induction effects of sequential combination of sorafenib with an
S-phase specific agent irinotecan or a cell cycle nonspecific agent
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Figure 6. The inhibitory effects of sorafenib, irinotecan, and the combined
treatment on the growth of HepG2 xenografts in nude mice. Drug administration methods were described in “Materials and Methods”. Tumor weight
(A) and body weight (B) were measured after the mice were sacrificed at
the end of the experiment. * p < 0.05, ** p < 0.01, vs. vehicle; # p < 0.01, vs.
sorafenib or irinotecan treatment alone.

oxaliplatin in HepG2 cells. It was demonstrated that sorafenib
for 30 h exposure and irinotecan for subsequent 48 h exposure
induced cell apoptosis in a synergistic manner, while sequential
treatment of sorafenib for 30 h and oxaliplatin for 48 h acted
an additive effect in soliciting cell apoptosis. Further studies
revealed that sorafenib-irinotecan sequential treatment had
more potent effect than either drug treatment alone in upregulating the levels of caspase-8, -3, and PARP in HepG2 cells. In
vivo studies demonstrated that sorafenib-irinotecan sequential
therapy was obviously superior to monotherapy in suppressing
the growth of HepG2 xenografts in nude mice. These results
suggested the potential value of sorafenib-irinotecan sequential
therapy in HCC treatment. The molecular mechanism underlying the synergy of sorafenib-irinotecan sequential therapy in
inducing cell apoptosis might be associated with the effect of
sorafenib on p53 expression.
We found that sorafenib for 30 h exposure obviously reduced p53 expression at both mRNA and protein levels in
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HepG2 cells. As an oral multi-target kinase inhibitor, sorafenib
can potently inhibit RAS/RAF/MEK/ERK signaling pathway
that is usually overactivated in HCC cells [22,23]. Since overexpression of RAS can activate p53 expression in HepG2 cells via
ARF signaling [24], inhibition of RAS signaling by sorafenib
may result in down-regulation of wild-type p53 expression.
It is known that p53 is capable of holding cell cycle in G1
phase through checking G1/S regulation point [25]. Thus, the
increased S-phase fraction following sorafenib treatment may
be ascribed to the down-regulation of p53 expression, which
drives cells to bypass G1/S checkpoint. SN-38, the main active
metabolite of irinotecan, is an inhibitor of topoisomerase I.
Its suppression of topoisomerase I leads to inhibition of both
DNA replication and transcription, which eventually causes
cell apoptosis [26]. Since the cytotoxic mechanism of SN-38
is largely S phase-dependent [27], pretreatment of sorafenib
enhanced the apoptosis induction effects of irinotecan in
HepG2 cells as observed in the present study via increasing
the number of S-phase cells. On the other hand, because the
antitumor action of oxaliplatin is cell cycle independent, it is
theoretically less affected by changes of cell cycle distribution
induced by sorafenib, which may explain that only additive
effect was achieved in the sequential treatment.
The synergistic effect of sorafenib-irinotecan sequential
therapy may also be directly related to the activity of sorafenib
in decreasing p53 expression in HepG2 cells because p53 could
cause resistance of cancer cells to topoisomerase I inhibitors.
Kaina and co-workers revealed that p53 mediates the repair of
topoisomerase I-cleavable complex which leads to resistance of
cells to topotecan, an inhibitor of topoisomerase I [28]. They
showed that p53-deficient mouse embryonic fibroblasts (MEF)
and p53 mutated glioblastoma cells U138 were significantly
more sensitive to the apoptotic activity of topotecan than the
p53-proficient and p53 wild-type counterparts. Their results
suggested that tumor response to topoisomerase I inhibitors
is dependent on the p53 level in cancer cells. In the present
study, we observed reduced expression of p53 in HepG2 cells
after sorafenib treatment, which may sensitize HepG2 cells
to the subsequent irinotecan treatment. Although exposure
to irinotecan increased p53 expression, the p53 level in combined treatment group was still significantly lower than that in
irinotecan alone treatment group. Thus, down-regulating p53
expression by sorafenib may be responsible for the synergistic
effect of sorafenib-irinotecan sequential therapy in soliciting
cell apoptosis in HepG2 cells.
In conclusion, sorafenib suppressed p53 expression and
arrested cell cycle in S phase in HCC cells HepG2, causing
tumor cells more sensitive to irinotecan. Sorafenib-irinotecan
sequential exposure synergistically induced cell apoptosis in
HepG2 cells in vitro and augmented the growth inhibitory
effect of each drug used alone in vivo. This study provided
evidence for usage of sorafenib-irinotecan therapy in HCC
treatment in clinics. The efficacy and tolerance of this therapy
in treating HCC warrant further preclinical and clinical research in the future.

Sorafenib-irinotecan augmented anti-tumor efficacy

References
[1]

WHO. GLOBOCAN 2012: Estimated Cancer Incidence,
Mortality and Prevalence Worldwide in 2012. http://globocan.
iarc.fr/Pages/fact_sheets_cancer.aspx (accessed December 30,
2013).
[2]
American Cancer Society. Cancer facts and figs 2005. http://
wwwcancerorg/docroot/home/indexasp (accessed October
21, 2013).
[3]
SONG P, FENG X, ZHANG K, SONG T, MA K et al. Screening
for and surveillance of high-risk patients with HBV-related
chronic liver disease: promoting the early detection of hepatocellular carcinoma in China. Biosci Trends 2013; 7: 1–6.
[4]
JOHNSON PJ. Non-surgical treatment of hepatocellular
carcinoma. HPB (Oxford) 2005; 7: 50–55. http://dx.doi.
org/10.1080/13651820410024076
[5]
GAO J, FENG X, INAGAKI Y, SONG P, KOKUDO N et al.
Des-gamma-carboxy prothrombin and c-Met were concurrently and extensively expressed in hepatocellular carcinoma
and associated with tumor recurrence. Biosci Trends 2012; 6:
153–159. http://dx.doi.org/10.5582/bst.2012.v6.4.153
[6]
LLOVET JM, RICCI S, MAZZAFERRO V, HILGARD P,
GANE E et al. Sorafenib in advanced hepatocellular carcinoma. N Engl J Med 2008; 359: 378–390. http://dx.doi.
org/10.1056/NEJMoa0708857
[7]
FURUSE J. Sorafenib for the treatment of unresectable hepatocellular carcinoma. Biologics Targets Ther 2008; 2: 779–788.
http://dx.doi.org/10.2147/BTT.S3410
[8]
CHEN T, CHU ZH, LIU JP, WANG J, ZHAO HY et al. Application of adenosine triphosphate tumor chemosensitive
assay system to individual chemotherapy for hepatocellular
carcinoma. Chin J Cancer 2005; 24: 1018–1022.
[9]
MROSS K, STEINBILD S, BAAS F, GMEHLING D, RADTKE
M et al. Results from an in vitro and a clinical/pharmacological
phase I study with the combination irinotecan and sorafenib.
Eur J Cancer 2007; 43: 55–63. http://dx.doi.org/10.1016/j.
ejca.2006.08.032
[10] SAMALIN E, BOUCHE O, THEZENAS S, FRANCOIS
E, ADENIS A et al. Sorafenib and irinotecan (NEXIRI) as
second- or later-line treatment for patients with metastatic
colorectal cancer and KRAS-mutated tumours: a multicentre
Phase I/II trial. Br J Cancer 2014; 110: 1148–1154. http://
dx.doi.org/10.1038/bjc.2013.813
[11] TABERNERO J, GARCIA-CARBONERO R, CASSIDY J,
SOBRERO A, VAN CUTSEM E et al. Sorafenib in combination with oxaliplatin, leucovorin, and fluorouracil (modified
FOLFOX6) as first-line treatment of metastatic colorectal cancer: the RESPECT trial. Clin Cancer Res 2013; 19: 2541–2550.
http://dx.doi.org/10.1158/1078-0432.CCR-13-0107
[12] MARTIN-RICHARD M, GALLEGO R, PERICAY C, GARCIA
FONCILLAS J, QUERALT B et al. Multicenter phase II study
of oxaliplatin and sorafenib in advanced gastric adenocarcinoma after failure of cisplatin and fluoropyrimidine treatment.
A GEMCAD study. Invest New Drugs 2013; 31: 1573–1579.
http://dx.doi.org/10.1007/s10637-013-0020-2
[13]	DENT P. Multi-kinase inhibition in ovarian cancer. Cancer
Biol Ther 2014; 15: 1–2. http://dx.doi.org/10.4161/cbt.26708

179

[14]	Drug label of Irinotecan Hydrochloride Injection. Jiangsu
Hengrui Medicine Co., Ltd., Lianyungang, Jiangsu, China.
[15]	Drug label of Oxaliplatin for Injection. Sanofi-Aventis France,
Paris, France.
[16] QIN Y, LU Y, WANG R, LI W, QU X. SL1122–37, a novel
derivative of sorafenib, has greater effects than sorafenib on
the inhibition of human hepatocellular carcinoma (HCC)
growth and prevention of angiogenesis. Biosci Trends 2013;
7: 237–244.
[17] WANG W, QIN SK, CHEN BA, CHEN HY. Experimental
study on antitumor effect of arsenic trioxide in combination
with cisplatin or doxorubicin on hepatocellular carcinoma.
World J Gastroenterol 2001; 7: 702–705.
[18] HOUGHTON JA, CHESHIRE PJ, HALLMAN JD, 2ND,
LUTZ L, LUO X et al. Evaluation of irinotecan in combination with 5-fluorouracil or etoposide in xenograft models of
colon adenocarcinoma and rhabdomyosarcoma. Clin Cancer
Res 1996; 2: 107–118.
[19] LIU L, CAO Y, CHEN C, ZHANG X, MCNABOLA A et al.
Sorafenib blocks the RAF/MEK/ERK pathway, inhibits tumor
angiogenesis, and induces tumor cell apoptosis in hepatocellular
carcinoma model PLC/PRF/5. Cancer Res 2006; 66: 11851–
11858. http://dx.doi.org/10.1158/0008-5472.CAN-06-1377
[20] JIANG SL, WANG TX, XIANG M, ZHU SL, LIN YZ. Sensitivity testing of cancer cells and TIL on chemotherapeutic drugs.
Chin J Cancer. 2000; 19: 1119–1123.
[21] YANG XY, YU H, PENG ZL. Involvement of ARLTS1 in
chemotherapy and apoptosis in ovarian cancer cell line.
Arch Gynecol Obstet 2011; 284: 1241–1246. http://dx.doi.
org/10.1007/s00404-010-1782-9
[22] YIP-SCHNEIDER MT, KLEIN PJ, WENTZ SC, ZENI A,
MENZE A et al. Resistance to mitogen-activated protein
kinase kinase (MEK) inhibitors correlates with up-regulation
of the MEK/extracellular signal-regulated kinase pathway in
hepatocellular carcinoma cells. J Pharmacol Exp Ther 2009;
329: 1063–1070. http://dx.doi.org/10.1124/jpet.108.147306
[23] VOUSDEN KH. p53: death star. Cell 2000; 103: 691–694.
http://dx.doi.org/10.1016/S0092-8674(00)00171-9
[24] LIN AW, LOWE SW. Oncogenic ras activates the ARF-p53
pathway to suppress epithelial cell transformation. Proc
Natl Acad Sci U S A 2001; 98: 5025–5030. http://dx.doi.
org/10.1073/pnas.091100298
[25]	DECKBAR D, STIFF T, KOCH B, REIS C, LOBRICH M et
al. The limitations of the G1-S checkpoint. Cancer Res 2010;
70: 4412–4421. http://dx.doi.org/10.1158/0008-5472.CAN09-3198
[27]	IKEGUCHI M, MAKINO M, KAIBARA N. Telomerase
activity and p53 gene mutation in familial polyposis coli.
Anticancer Res 2000; 20: 3833–3837.
[26] BARTH SW, BRIVIBA K, WATZL B, JAGER N, MARKO D
et al. In vivo bioassay to detect irinotecan-stabilized DNA/
topoisomerase I complexes in rats. Biotechnol J. 2010; 5:
321–327. http://dx.doi.org/10.1002/biot.200900174
[28] TOMICIC MT, CHRISTMANN M, KAINA B. Topotecantriggered degradation of topoisomerase I is p53-dependent
and impacts cell survival. Cancer Res 2005; 65: 8920–8926.
http://dx.doi.org/10.1158/0008-5472.CAN-05-0266

